Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.107; data-to-parameter ratio = 17.0.
There are two independent molecules in the asymmetric unit of the title compound, C 13 H 13 NO 7 S, which have almost identical geometries. The thiazine ring adopts a sofa conformation in both molecules and the molecular conformations are stabilized by intramolecular O-HÁ Á ÁO hydrogen bonds. Intermolecular C-HÁ Á ÁO hydrogen bonds stabilize the crystal packing.
Related literature
For related structures, see; Arshad et al. (2009 Arshad et al. ( , 2010 . For the synthesis, see; Arshad et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
The crystal structure of title compound is being reported in continuation of our structural studies of various benzothiazines (Arshad et al., 2009 (Arshad et al., , 2010 .
The title compound crystallizes with two independent molecules in the asymmetric unit (Fig. 1) . In molecule A, the two fused rings are oriented at dihedral angle of 14.18 (7)° while in B this dihedral angle amounts to 18.40 (6) (Fig. 2 and Tab. 1).
Experimental
The synthesis of title compound is already reported (Arshad et al., 2011) . The compound was recrystallized under slow evaporation technique in ethylacetate.
Refinement
The C-H H-atoms were positioned with idealized geometry with C-H = 0.95 Å for aromatic, C-H = 0.99 Å for methylene & C-H = 0.98 Å for methyl groups and were refined using a riding model with U iso (H) = 1.2 U eq (C) for aromatic & methylene and U iso (H) = 1.5 U eq (C) for methyl groups.
The O-H H atoms were located in a difference map and refined isotropically. Figures   Fig. 1 . The ORTEP diagram of the title compound with displacement ellipsoids drawn at the 30% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0233 (7) 0.0194 (7) 0.0182 (7) 0.0026 (6) −0.0065 (6) −0.0031 (5) C9 0.0230 (7) 0.0169 (7) 0.0227 (7) 0.0013 (5) −0.0091 (6) −0.0054 (5) C8 0.0222 (7) 0.0186 (7) 0.0196 (7) 0.0008 (5) −0.0099 (6) −0.0064 (5) C20 0.0200 (7) 0.0233 (7) 0.0194 (7) −0.0008 (6) −0.0081 (6) −0.0063 (6) C6 0.0236 (7) 0.0143 (6) 0.0195 (7) 0.0002 (5) −0.0079 (6) −0.0028 (5) C1 0.0226 (7) 0.0155 (6) 0.0189 (7) 0.0012 (5) −0.0068 (6) −0.0044 (5) C2 0.0228 (7) 0.0187 (7) 0.0251 (7) 0.0000 (6 Symmetry codes: (i) −x, −y+2, −z+1; (ii) −x, −y+1, −z+1.
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